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59
In recent years, it has been increasingly assumed that the dog's domestication was a very 60 early process that began at the end of the Pleistocene. The dog's domestication is apparently frequencies of 20% and 10%, respectively [7, 9] . In the Middle East, this proportion is almost 78 the same but with more worldwide presented sub-haplogroups [11] .
79
Analysis of ancient dog DNA is still scarce and does not include many geographic regions.
80
Despite this, available data reveal quite different population structure concerning present day 81 dogs. These alterations are due to the emergence of the first civilizations as well as the early including Australia (Fig 1a) . Characteristic of these regions is the Neolithic pottery Lapita Interestingly, the sub-clade B2 is different from West Eurasian dog's B1 mytotypes [9] .
124
In conclusion, dogs are a very interesting object, because of the direct evidence of historical 125 human migration processes. However, there are still many uninvestigated geographic regions.
126
White spots of ancient dog genetic diversity are, for example, the Mediterranean region,
127
including South Europe, the Near East, and the Fertile Crescent, and also other domesticated 128 centers in Central and East Asia (China and India), etc.
129
Our study tries to enrich data for ancient South-Eastern Europe -the Balkan Peninsula Table) . ancient samples into five distinct clades (Fig 1c) . existed -the Mediterranean, the Balkans (the Danube River) and the North Pontic steppes (Fig   191   1a ).
192
The most recent study on human population from the Mesolithic to the Iron Age has revealed 
Population structure of ancient dogs from the Neolithic period
213
The question of dog origin is geographically, genetically, and archaeologically complex. Table) . Otherwise, our 
Conclusion
286
In conclusion, our data have enriched the information about ancient dogs' structure, Trakia motorway, Yambol district, and Academic, Plovdiv) (S1 Table and The Canis familiaris remains were determined and assigned to the two primitive prehistoric 312 morphotypes (and probable crossbreeds between them), representing the two main as described elsewhere [39] . The PCA were carried out considering all available ancient dog 338 sample worldwide.
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